The title compound, C 14 H 16 N 2 , is a pyrrole-2-carbaldimine ligand that shows an E conformation at the imine double bond. The dihedral angle between the rings is 78.3 (1) . In the crystal, pairs of molecules form centrosymmetric dimers [graph-set descriptor is presumably R 2 2 (10)] via N-HÁ Á ÁN hydrogen bonds between the pyrrole N-H group and the imine N atom of a neighbouring molecule.
Related literature
For structure analyses of other pyrrole-2-carbaldimines in which the substituents at the imine N atoms do not include functional groups that are capable of forming additional hydrogen bonds, see: Gomes et al. (2006) . For standard bond lengths, see: Allen et al. (1987) . For graph-set description, see: Bernstein et al. (1995) . Refinement R[F 2 > 2(F 2 )] = 0.052 wR(F 2 ) = 0.127 S = 0.87 2849 reflections 152 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) 2.909 (2) 150.7 (17) Symmetry code: (i) Àx þ 1; Ày; Àz þ 1.
Experimental
Data collection: COLLECT (Nonius, 1998); cell refinement: DENZO (Otwinowski & Minor, 1997); data reduction: DENZO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: publCIF (Westrip, 2010). In the course of a project related to the supramolecular structures of square planar nickel and palladium complexes of pyrrole-2-carbaldehyde based Schiff base ligands in comparison with the structures of the free ligands the molecular structure of the title compound was determined. The free ligands form centrosymmetric dimers via N-H···N hydrogen bonds between the pyrrole NH function and the imine nitrogen atom of a neighboring molecule (Crestani et al., 2011; Gomes et al., 2010; Matsui et al., 2004; Wang et al., 2007; Franceschi et al., 2001; Tahir et al., 2010; Munro et al., 2006) .
The molecular structure of the title compound is depicted in Figure 1 . The C-N imine double bond shows an Econfiguration. All bond lengths correspond to expected values (Allen et al., 1987) . In Figure 2 the centrosymmetric dimer that is produced by two N-H···N hydrogen bonds between the pyrrole NH functions and the imine nitrogen atoms of a neighboring molecule is presented. Corresponding hydrogen bond parameters are summarized in Table 1 .
Pyrrol-2-carbaldehyde (400 mg, 5 mmol) and 2,4,6-trimethylaniline (680 mg, 7 mmol) were dissolved in 20 ml anhydrous ethanol in the presence of 10 mg p-toluenesulfonic acid and the reaction mixture stirred at room temperature.
The progress of the reaction was monitored by TLC. After the aldehyde was consumed completely the solution was cooled down to 4°C which led to the formation of crystalline material after 2 days (yield: 890 mg, 84%).
Refinement
Carbon bound hydrogen atoms have been included into the refinement in calculated positions with fixed thermal parameter of U iso (H) = 1.2 U eq (C) for aromatic C-H groups and the imine C-H function and a thermal parameter of U iso (H) = 1.5 U eq (C) for methyl groups. The nitrogen bound hydrogen atom H1A has been detected from difference Fourier maps and was freely refined. Molecular structure of the title compound with thermal ellipsoids at the 50% probability level.
Computing details

Figure 2
Centrosymmetric dimer of two molecules of the title compound connected by mutual N-H···N hydrogen bonds (symm code = 1 -x, -y, 1 -z). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.40090 (11) 0.0272 (2) (14) 0.0476 (12) −0.0104 (10) 0.0076 (10) −0.0065 (11) C10 0.0437 (12) 0.0471 (12) 0.0424 (12) −0.0065 (9) 0.0098 (9) −0.0059 (9) C11 0.0384 (10) 0.0433 (11) 0.0362 (11) 0.0006 (9) 0.0126 (9) 0.0008 (9) 
